outcomes that represent rigid and persistent institionalization of inequality. Social stratification in 86 general may be characterized by heritable differences in the level of access to resources and power 87 enjoyed by members of a society. Some level of social and economic inequality may have existed 88 throughout human history merely due to individual variation in economic success and differences 89 in the resources controlled by different families or lineages (4) . However, the persistent, institu-90 tionalized inequality that is the focus of this study occurs only when differences in resources and 
100
Using this framework, we examine the extent to which empirical evidence supports the hy-101 pothesis that the evolution and maintenance of persistent, institutionalized social inequality in mod-102 ern human societies follows a trajectory that parallels the pathway by which inequality is thought 103 to have taken hold earlier in human history. Recent work has described the set of mechanisms 104 involved in this pathway as causal links between environmental conditions, resource defensibil-105 ity, wealth transmission, and inequality (10) . We propose an analogous trajectory for more recent 106 development and maintenance of inequality that focuses not on economic defensibility but on the 107 intensification of subsistence practices and the role these practices play in shaping human use 108 of environmental resources and the ownership and transmission of property. This trajectory can 109 be schematized as a path model (Fig. 2a) . We investigate the details of each of the theoretical 110 constructs in this framework using a large, global cross-cultural data sample from the D-PLACE 111 database of places, languages, culture, and environment (11) , and examine both incremental and 112 direct effects of the associated variables on institutionalized inequality by applying a structural 113 equation model (SEM) approach.
114
In testing whether the factors linked to inequality in modern societies mirror the mechanisms 115 proposed to explain the evolution of inequality in early Holocene cultures, this approach employs 116 normative data at the society level to test predictions which are often derived from individual-level 117 within-population phenomena. To the extent that we expect such phenomena to be detectable in 118 population-level patterns, we see cross-cultural tests of behavioural ecology theory as an important 119 source of evidence about these predictions (30) . By taking advantage of the large global sample of 120 society-level data for a complex set of variables, we are able to simultaneously consider multiple 121 facets of the generalized pathways and specific associations identified in prior literature (e.g. 10; 122 28; 31).
123

Results
124
Our study compares three alternative models, which vary the number of variables and paths in-125 cluded on a standardized structure that reflects the general sequence and directionality of causal 126 links proposed in prior literature to explain the emergence of inequality (10) . In each path model between variables in our dataset.
146
The model in Fig. 3 cultural institutions that formalize and reinforce inequality.
166
Our results also include strong evidence that wealth transmission norms, and particularly 
178
We note that unigeniture may be a particularly potent mechanism for concentrating wealth and en- types of wealth, and inequality (31) .
204
Because the data we employ does not distinguish between animals used as a food resource 205 and animals used for labor, we report the results of the same modeling task using a dataset that stronger direct impacts of subsistence practices on inequality (see Table 1 ). 
320
The variables in the study serve as proxies for the more abstract constructs that are central 
331
We represent environmental conditions using three variables derived from a principal com-332 ponents analysis (PCA). Although work on early Holocene inequality has characterized the envi-333 ronment largely in terms of temporal trends toward stability immediately prior to that time, the 334 environmental variables included in this analysis allow us to characterize the productivity and 335 predictability of local environments, which are likely to impact the spatial variation we find in 336 human economic activity and cultural norms across a relatively narrow slice of history. Raw data 337 used in this study describe the mean, variance, and predictability of temperature, precipitation,
338
and net primary productivity (NPP) at each location, as well as measures of elevation and slope
339
(see supplementary information). Because this set of environmental variables is known to to be 340 highly correlated, we reduced it to three composite variables through principal components anal-341 ysis (PCA) to avoid multicollinearity in the downstream SEM analyses (see Table S2 ). Higher are associated with topographic complexity, which can increase the patchiness of resources and 345 may thus also contribute to some extent to defensibility. ment of inequality (25) , and evidence for inequality that predates agriculture suggests that it is also 
352
The observed link between subsistence and inequality has been explained as an association and also an association between plow agriculture, the maintenance of draught animals, and dif- subsistence, and these variables in turn have direct effects only on wealth transmission variables.
440
The three wealth transmission variables have direct effects only on the three social inequality we also consider a more elaborate model that adheres to the same assumptions about directionality 450 and ordering of causal links, but includes a more complete set of direct paths between variables.
451
In this second model (Fig. 2c) , the directionality of all estimated paths moves from envi-added to the set in Fig. 2b to allow for the possibility of direct effects of predictors on variables itance and social inequality variables, reflecting the possibility that the environment impacts wealth impacts on inequality outcomes.
462
Finally, we use the support for individual paths in the full model (Fig. 2c) to develop a 463 more parsimonious model that retains well supported pathways but eliminates unnecessary model 464 complexity (Fig. 3) . 
